Figure 5: Monolaris subgroup II ClustalX sequence alignment (A) and phylogram (B). The numbers on the
phylogram indicates the bootstrap value for 1000 iterations. These sequences have the conserved cysteine framework
C-X(8)-C-X(18)-C-X(5)-C-X(12)-C-X(3)-C

A

2 * * ko %
ISN-L-53A IAVIpVF LIIgIS-- N‘RAPRPQ.ICGNDVNVTLq
ISNU-cluster-414 IAVICV VVLISGIS-- | 0l
ISN-L-91 A LDAV CFL TIALLP- CRAP AVASCAADIKPRLLF
gi|22164216 IALLP- 'RAPHAVASCAADIKPKLLFY
gi|22164214
ISJ-ISPM P1 All
ISJ-ISPL P5 AS c
ISN-L-67 - AssnbAPGVPLE-
ISJ-ISPL P5 HS8 < PESIC PDVAP%
ISN-L-59 [ ; F
IS-18-24-clu2 : F
gi|22164204 C n PGVT PF F;
IS-6-12L-4 MK > : F!
gi|22164212 MK C CEAPHPTPSC DGQAPL 3T F,
IS-6-12L-4B : CEAPHPTPHCDDQAPLRITYYF

ISN-L149 MK CEAPHATPQCAPNATLQT

ISJ-ISPL P5 A8

r ISN-L-53A

100
ISNU-cluster-414

ISN-L-67

92

ISJ-ISPL P5 H8

] ———————————— ISN-L-59

IS-18-24-clu2

90
L— gi|22164204

72

ISN-L149

60 —— 1S-6-12L-4B

99
1S-6-12L-4
<E
i122164212

g

ISJ-ISPM P1
A11

93 gil22164214

68

r ISN-L-91
100

‘gn22164216

0.1



