
 
Figure 12: The 9 and 7 kDa family of putative salivary secreted peptides of Ixodes. ClustalX sequence alignment (A) 
and dendrogram (B) showing bootstrap values. 
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ISN-L5-100-92-24-CLU      --MRSIVLWALIA---LG-GVPLLMGAANQSHPYG--VSFDNGTCTYRNITLKDGYSEPFKFPCEYWSCNAT-AKTLTIDGCNVPRYG-SCQYVHNPYF-YWPLCCRMSRAC------- 
IXOSC_22164310            --MRSIVLWALIA---LG-GVPLLMGAANQSHPYG--VSFNNGTCTYRNITLRDGDSEPFQYPCEYWNCNVT-ARTLTIEGCGVPRYG-SCLYVHNYNF-YWPLCCRMSRLC------- 
ISNU-CLUSTER-189          --MKTIVLWAVIA---LG-GVSRMSTAAHQNHPYG--VSFENGTCTYRNITLKDGHSDNFQYPCELWTCNAT-AKTLTVEGCGVARYG-SCRYVHHPRF-YWPHCCRMTRVC------- 
ISN-L-25                  --MRSIVLWALIA---LG-GVPLLMGAANQRHHYE--VSFDNGTCKYRNQTLDDGGFLTLQFPCELWLCNAE-EKTLTVEGCNVRRYG-SCIYVHRYNK-YWPFCCPGRPIC------- 
IXOPA_51011580            --MRTIVLLAVIA---LG-GVSLIMGDTNYRHHYG--VSFENDTCKYRNQTLKDGGFETLQYPCELWLLQCNQQKHLLLKGCNVQHAM-EVASTSTTLITYWPRCCPRYPIC------- 
IXOPA_51011396            --MRTIVLLAVIA---LG-GVSLIMGDTNYRHHYG--VSFENDTCKYRNQTLKDGGFETLQYPCELWLCNAT-AKTLTVEGCNVRRYG-SCVYVHNPHY-YWPRCCPRYPIC------- 
ISN-L-42                  --MNILIVCIVIANVVISQGNVKEAGKTNYEIQEQSLLIFDHQE RYLGYKMENGEVKKLTD VKWT LAN-QTQLLVQ ------------------------------------- C PC C GC
IXOSC_22164306            --MNILIVCIVIANVVISQGNVKEAGKSNYEIQEGSLLIFDYQQCRYLGYKMENGEVKKLTDPCVKWTCLAN-QTQLLVQGC------------------------------------- 
IXOPA_51011434            --MNILIVCIVIASVVISQGNVEEAGKTNYEIQERSLLIFDGQECKYLGYKMQNGEVRNLTNPCVKWTCLAN-QTQLLVQGC------------------------------------- 
ISNU-CLUSTER-243          --MNILIVCIVIINVVISQGNVKEAGKTDYEIQEQSLLIFDHQECQYLGYRMQNGEVRNLSKPCVKWTCLAN-QTQLLVQGC------------------------------------- 
ISJ-ISPL_P6_G2            --MNILIVCIVIANVVISRGNVEEAGKSSYQIQKQSLIIFDQQECGYLGYTMKNGEVKNLSNPCVRWTCLAN-QSQLLVQGC------------------------------------- 
ISNU-L-ISN-82             --MNIWIVWIVIAHVVISRGNVEEAGKTERQIQAGSLLVYDKQECGYLGYTMQNGEIKNLSDPCVKWTCLAN-QSQLLVEGC------------------------------------- 
ISNU-CLUSTER-449          MRTPTNVFYTLVA---FAFMWKVSL----AVPPYS-DVEIVDGKCKWGNYLVPDGESLNLEDPCQTWQCSVE-DRSFAVLGCGLIGNPYNCEIVRGTGP--YPNCCYRTNCCGKPRYPR 
IXOSC_56159941            MRTPTNVFYTLVA---FAFMWKVSL----AVPPYS-DVEIVDGKCKWGNYLVPDGESLNLEDPCQTWQCSVE-DRSFAVLGCGLIGNPYNCEIVRGTGP--YPNCCYRTNCRGKPQYPR 
IS-18-24-CLU196           MNFLEALFCGFVA---LALIEHISMG---ALPAYG-EVEVVDGKCRYMNRTVQDGEDMHLEDPCQTLKCEAK-KGSFAILGCGIMASKPGCKLEKGTGV--FPQCCYKSVCS-KTI--- 
IS-18-24-CLU196B          MNFLEALFCGFVA---LALIEHISMG---ALPAYG-EVEVVDGKCRYMNRTVQDGEDMHLEDPCQTLKCEAK-KGSFAILGCGIMSSKPGCKLEKGTGV--FPQCCYKSVCS-KTIKKR 
IXOSC_22164312            --MHAFPVAIVSAG--LLLLSRCSDG---YTGKSE--ASIQDGKCVYQGVEIAHNRTARNVSPCESWTCDVN-EGTVHIVGCVTW C CC CGAPEN LLEKKIKP--HPG PKVV PPVRT--- 
                                 .  .     :                           * : .  : ..       **            . : **                                     
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