
Figure 11: The 5.3 kDa family of putative salivary secreted peptides of Ixodes scapularis. ClustalX sequence 
alignment (A) and dendrogram (B) showing bootstrap values. 
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ISNU-L-ISN-3A              -------MRAVTIFIVTLVVLESFYFGMYECSAGPAWQVKAKRPKCYKKACKEDNECKFGSCSRCNNG-L GD-NTCR-- Y
is-all-332                 -------MRAVTVFIVTLLVLESFYFVMSEAAAGPAWQVTAGRPKCYKKVCSNNSQCKVGSCSYCNNS-PWGD-NTCR-- 
ISNU-L-ISN-126             -------MRAVTIFIVTLLVLESFYFVMS----GPAWQVKAKRPACYKIECTKDADCKRGSCSRCNSN-VWGD-NTCR-- 
is-all-122                 -------MRAVTIFIVTLLVLESFYFVMS----APAWQVKAKRPACYRKECTKDEDCKTGSCSRCNNN-VWGD-NTCR-- 
ISNU-L-ISN-152             -------MRAVTMLIVTLLVLESFYFVISEPVAGPHWQVKAKRPQCYRITCTKDEECKVGSCSYCNNG-LWGD-NTCR-- 
IXOSC_22164302             -------MRAVAIFIVTLLVLECVYFVMSEPDPGQPWQVKAGRPPCYSIPCRKHDECRVGSCSRCNNG-LWGD-RTCR-- 
IXOPA_51011562             -------MRALAIVITSLLLLECFYYVDG-ELR-PVVRYAPN-GSC-RRPCNNPQDCT-KKCRKCPPGDPWTPPKCCEIS 
IXOPA_51011556             -------MRALAIVIISLLLLECFYFVEC-RARKPVVRYKPT-PYC-RQPCDTLKQCG-PPCPKCPRR-YWSS-QVCEK- 
ISN-L-76                   -------MRVLAIVIASLLLLQSFHHVAC----SRRDQGNAKRPPCTKTLCTNNDQCNDPPCTRCSSN-PWGS-GTCWY- 
IS-18-24-clu413            -------MRVLAIVIASVLLLQSFDHVAC----SRRDKGNAKRPACTKTPCTNDGECKEPPCSKCKNG-PWGS-NTCWYY 
ISJ-ISPL_P10_A2            -------MRVLAIVFASLLLLQSFDYVAC----SQKDKGNSRRPKCINKPCKHDGGCKEPPCSRCSNN-PWGS-GTCWY- 
IXOPA_51011582             MLKMAQKLTLLMFVVFGLLAIQTFDHVAC----SERDKGNARRPACTKRPCG-HGPCNTPPCTKCNGG-PWGT-GTCGY- 
IS-6-12-J-cluster-281      ---MAQKLTLMVFVVFALLAIPAIDYVAG----SGRDKGNAKRPKCTMTDCKSNDQCQDPPCSRCDSG-AWGT-GRCAY- 
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