Figure 1A: ClustalX alignment of salivary basic tail polypeptides from Ixodes ticks. Red text refers to /. pacificus sequences. Remaining sequences
are from I. scapularis.
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Figure 1B: ClustalX-generated dendrogram of salivary basic tail peptides of Ixodes. Red text refers to 1. pacificus sequences. Remaining sequences
are from /1. scapularis. Poly Lys basic tail motifs I [EK]-P-K-Q-K-K-K-K-[TLPQ]-K-K-[TNPA]-K-K-P-K-R-[KN]-[ST]-K-K, type II E-K-P-[RK]-

K-[SN]-K-K-K-[SQ]-K-K-[ST]-K-K-P-K-K-[ST]-K-K-P and type III [PA]-[PSF]-K-K-

[KE]-[KE] are indicated.
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