
Figure 1A: ClustalX alignment of salivary basic tail polypeptides from Ixodes ticks. Red text refers to I. pacificus sequences. Remaining sequences 
are from I. scapularis. 
 
IS-6-12L-5-100-92-5         ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNTVTSSWDQFFFGNGERCF------ 
IS-18-24-clu18b             ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCKNGTRPASEEKREGCDYYCWNTETKSWDKFFFGNGERCF------ 
IS-18-24-Clu16              ---MGLTGTALVL-VCVAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNEVTSSWDQFFFGNGERCF------ 
IS-18-24-clu17putative      ---MGLTGTTLVL-VCVTFFGT-------------------------------AAAHNCKNGTRPTSEENREGCDYYCWNEVTSSWDQFFFGNGERCF------ 
ISNU-L-ISN-2                ---MGLTGTTLVL-VCVAFFGT-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNEVTNSWDQFFFGNGERCF------ 
gi|22164190                 ---MGLTGTTLML-VCVAFFGT-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNEVTNSWDQFFFGNGERCF------ 
gi|22164156                 ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNEVTNSWDQFFFGNGERCF------ 
ISNU-L-ISN-3                MRAVTIFIVTLVV-LESFYFGMYECSAGPAWQVKAKRPKCYKKACKEDNECKFGSCSRCNNGTRPASEENREGCDYYCWNEVTNSWDQFFFGNGERCF------ 
gi|22164184                 ---MGLTGTTLVL-VCVAFFGT-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNEVTNSWDQFFFGNGERCF------ 
ISNU-L-ISN-1                ---MGLTGTALVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNDVTNSWDQFFFGNGERCF------ 
ISN-L-15                    ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNAETKSWDQFFFGNGERCF------ 
gi|55736023                 ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNAETXSWDQYFFGNGERCF------ 
ISNU-L-ISN-4                ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNTDTNSWDQFFFGNGEKCF------ 
gi|22164174                 ---MGLTGTTLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPTSEKNREGCDFYCWNADTNLWDKFFFGNGEKCF------ 
gi|22164186                 ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEKNREGCDYYCWNAETKSWDQFFFGDGERCF------ 
gi|22164194                 ---MGLTGTALVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNSETQSWDQYFFGDGERCF------ 
ISN-L-16                    ---MGLTGTTLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEQNREGCDYYCWNAETKSWDQFFFGNGEKCF------ 
gi|22164192                 ---MGLTGTTLVLAVSLAFFGS-------------------------------AAAHNCQNGTRPASEQNREGCDYYCWNAETKSWDQFFFGNGEKCF------ 
gi|15428308|SALP14          ---MGLTGTMLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEQDREGCDYYCWNAETKSWDQFFFGNGEKCF------ 
IS-18-24-clu18a             ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEEKREGCDYYCWNTETKSWDKFFFGNGERCF------ 
BTSP-9                      ---MGLTGATLVQGVSLAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDFYCWSTDTNSWEIFFFGNGEECF------ 
BTSP-3                      ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDFYCWSTDTNSWEIFFFGNGEECF------ 
BTSP-12                     ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDFYCWSTDTNSWEIFFFGNGEECF------ 
BTSP-2                      ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDFYCWNTDTNSWDIFFFGNGEKCF------ 
BTSP-1                      ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDFYCWNTDTNSWDIFFFGNGEKCF------ 
BTSP-6                      ---MGLTGITLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDFYCWNAGTNSWDIFFFGNGEKCF------ 
BTSP-8                      ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCKNGTRPASEETREGCDFYCWNTDTSSWDIFFFGNGEKCF------ 
BTSP-7                      ---MGLTGATLVL-VSLAFFGS-------------------------------AAAHNCKNGTRPASEETREGCDFYCWNTDTSSWDIFFFGNGEKCF------ 
gi|22164188                 ---MGLTGTTLVL-VSLAFFGS-------------------------------AAAHNCQNGTRPASEKNREGCDYYCWNAETKLWDQFFFGNGEKCF------ 
gi|22164176                 ---MGLTGTTLVL-VSLAFFGS-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNDGTNSWDQFFFGNGEICF------ 
gi|22164164                 ---MGLTGTTLVL-VSLVFFGS-------------------------------AAAHNCKNGTRPASEENREGCDYYCWNDGTNSWDQFFFGNGEICF------ 
IS-18-24-clu21putative      ---MGLTGTTLVL-VCVAFFGS-------------------------------AAAHNCQNGTRPASEENREGCDYYCWNSGTNLWDQFFFGNGEKCF------ 
ISNU-L-ISN-10               ---MGLTEITLVL-VSLAFIAT-------------------------------AAAHNCQNGTRPASEEKREGCDYYCWNAETKSWDKFFFGNGERCF------ 
ISNU-L-ISN-7                ---MGLTEITLVL-VSLAFIAT-------------------------------AAAHNCQNGTRPASEEKREGCDYYCWNAETNSWDKFFFGNGERCF------ 
ISNU-L-ISN-6                ---MGLTEITLVL-VSLAFIAT-------------------------------AAAHDCQNGTRPASEEKREGCDYYCWNEETKSWDKFFFGNGERCF------ 
ISNU-L-ISN-6a               ---MGLTEITLVL-VSLAFVAT-------------------------------AAAHDCQNGTRPASEEKREGCDYYCWNEETKSWDKFFFGNGERCF------ 
gi|22164158                 ---MGLTEIMLVL-VSLAFVAT-------------------------------AAAHDCQNGTRPASEEKREGYDYYCWNTETKSWDKFFFGNGERCF------ 
gi|22164152                 ---------MLVL-VSLAFVAT-------------------------------AAAHDCQNGTRPASEEKREGCDYYCWNTETKSWDKFFFGNGERCF------ 
gi|33340608                 ---MGLTEIMLVL-VSLAFVAT-------------------------------AAAHDCQNGTRPASEEKREGCDYYCWNTETKSWDKFFFGNGERCF------ 
ISNU-L-ISN-9                ---MGLTETTLVL-VSLAFFAS-------------------------------AVAHNCQNGTRPASEEKREGCDYYCWNAETNSWDKFFFGNGERCF------ 
is-all-17                   ---MGLTETTLVL-VSLAFFAS-------------------------------AVAHNCQNGTRPASEEKREGCDYYCWNAETNSWDKFFFGNGERCF------ 
ISNU-L-ISN-12               ---MGLIEITLVM-VSLAFFAS-------------------------------AVAHDCQNGTRPASEENREGCDYYCWNTETKSWDKFFFGNGERCF------ 
ISNU-L-ISN-11               ---MGLTEITLVL-VSLAFFGS-------------------------------VVAHNCQNGTRPASEENREGCDYYCWNAETKSWDQFFFGNGERCF------ 
BTSP-5                      ---MGLTGITLVL-VSFAFFGS-------------------------------VAAHNCQNGTRPTSEQNREGCDYYCWNTDTKSWDQFFFGNGERCF------ 
BTSP-4                      ---MGLTGITLVL-VSFAFFGS-------------------------------VAAHNCQNGTRPASEQNREGCDYYCWNTDTKSWDQFFFGNGERCF------ 
BTSP-10                     ---MGLTGTTLVL-VSFAFFGS-------------------------------VAAHNCQNGTRPASEENREGCDYYCWNTDTRSWEQFFFGNGERCF------ 
gi|22164178                 ---MEFTGITLVL-VSVAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164162                 ---MEFTGITLVL-VSVAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164180                 ---MEFTGITLVL-VSVAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
ISN-L-11                    ---MQFTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDQEPCF------ 
gi|22164168                 ---MELTGITLVL-VSLALFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164166                 ---MELTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPATQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164154                 ---MELTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164170                 ---MELTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNSLTSSWDKYFFGDEEPCF------ 
ISNU-L-ISN-22               ---MELTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTDREGCDYYCWNTLTSSWDKYFFGDEEPCF------ 
gi|22164182                 ---MEFTGITLVL-VSLTFFGS-------------------------------AAAETCRNGTRPGSQTQREGCDYYCWNSQTSSWDKYFFGDNEPCF------ 
gi|22164172                 ---MEFTGITLVL-VSLTFFGS-------------------------------AAAETCRNGTRPASQTQREGCDYYCWNSQTSSWDKYFFGDNEPCF------ 
gi|22164160                 ---MEFTGITLLL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTQREGCDYYCWNLQTSSWDKYFFGDNEPCF------ 
is-all-15                   ---MELTGITLVL-VSLAFFGS-------------------------------AAAETCRNGTRPASQTEREGCDYYCWNSETSSWDKYFFGDNEPCF------ 
is-all-10                   ---MGLTGTTLVL-VCLAFIGS-------------------------------AAAETCRNGTRPASQTEREGCDYYCWNTETRSWDKYFFGDNEPCF------ 
IS-6-12L-18                 ---MGLTGTALVL-VCLAFFGS-------------------------------AAAETCRNGTRPASQTEREGCDYYCWNTQTSSWDKYFFGDNEPCF------ 
ISNU-cluster-89             ---MRAAVLTWAL-VGLFFVQE--------------------------------ASSKCPDIKRRQQDTN---CNYYCPNQAGDGWDEGFLLDGETCN------ 
ISNU-cluster-89a            ---MQAAVLTWAL-VGLFFVQE--------------------------------ASTKCPDIKRRQQDTN---CNYYCPNQAGDGWDEGFLLDGETCNAATRSR 
IS-18-24-clu384             ---MRAAVLTWAL-VGLSFVQE--------------------------------ASTKCPDIKRRQQDTN---CNYYCPNQAGDGWDEGFLLDGETCN------ 
BTSP-11                     ---MRAAVLTWAL-VGLFFVQE--------------------------------VSSKCPDIKRRQQDTN---CNYYCPNQAGDGWDEGFLLDGETCN------ 
ISJ-ISPL_P9_D8              ---MRAAVLTCAL-VGLFFVEE--------------------------------ASSECPDIRRRPQDTN---CNYYCRNQDDNGWEEGFLLDGETCN------ 
 



 
   
 
IS-6-12L-5-100-92-5         ------------------------------YNTGENGKCINGECHLTTNSG--GPDDTDDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDQ------- 
IS-18-24-clu18b             ------------------------------YSTGENGKCQNGECHLTTSSG--GPDDTDDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDQ------- 
IS-18-24-Clu16              ------------------------------YNTGENGKCLNGECHLTTNSG--GPDDTDDNTPAPT-------EKPKQKKKKPKKNKKPKRKSKKDQ------- 
IS-18-24-clu17putative      ------------------------------YNTGENGRCQNGECHLTTSSG--GPDDTDDNTRAPT-------EKPKQKKKKPKKNKKPKRKSRKDQ------- 
ISNU-L-ISN-2                ------------------------------YNTGENGKCQNGECHLTTNSD--GPNETDDNTPPPT-------EKPKQKKKKPKKPKKPKRKSKKDQ------- 
gi|22164190                 ------------------------------YNTGENGKCQNGECHLTTNSD--GPNETDDNTPPPT-------EKPK--------------------------- 
gi|22164156                 ------------------------------YNTGENGKCQNGECHLTTNSD--GPNETDDNTPPPT-------EKPKQKKKKPKKPKKPKRKSKKDQ------- 
ISNU-L-ISN-3                ------------------------------YNTGENGKCQNGECHLTTNSG--GPDDTDDNTPPPT-------EKPKQKKKKPKKAKKPKRKSKKEQ------- 
gi|22164184                 ------------------------------YNTGENGKCQNGECHLTTNSG--GPDDTDDNTPPPT-------EKPKQKKKKPKKPKKPKRKSKKDQ------- 
ISNU-L-ISN-1                ------------------------------YNTGENGKCLNGECHLTTSSG--GPDDTGDNTPPPT-------EKPKQKKKKPKKPKKPKRKSKKDQ------- 
ISN-L-15                    ------------------------------YNTGEKGTCLNGECHLTTSSG--GPDDTGDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDQKENF--- 
gi|55736023                 ------------------------------YNSGEKGTCLNGECHLTTSSG--GPDDTGDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDPKENF--- 
ISNU-L-ISN-4                ------------------------------YNTGEKGTCLNGECHLTTSSG--GPDDTGDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDQKENF--- 
gi|22164174                 ------------------------------YNTGEKGTCLNGECHLTTSSG--GPDDTGDNTPPPT-------EKPKQKKKKPKKTKKPKRKSKKDQKENF--- 
gi|22164186                 ------------------------------YNTGENGTCRNGECHLTTSSG--GPNETDDNTPPPT-------EKPKQKKKKPKKTKKPKRKSRKDQ------- 
gi|22164194                 ------------------------------YNSGDRGICQNGECHLTTSSG--GPDDTDENTPPPT-------EKPKQKKKKPKKTKEPKRKSKKD-------- 
ISN-L-16                    ------------------------------YNSGDRGTCQNGECHLTTNSG--GPNETDDYTAAPT-------EKPKQKKKKTKKTKKPKRKSKKD-------- 
gi|22164192                 ------------------------------YNSGDRGTCQNGECHLTTTSG--GPNETDDYTAAPT-------EKPKQKKKKTKKTKKPKRKSKKDQEKNF--- 
gi|15428308|SALP14          ------------------------------YNSGDHGTCQNGECHLTNNSG--GPNETDDYTPAPT-------EKPKQKKKKTKKTKKPKRKSKKDQEKNL--- 
IS-18-24-clu18a             ------------------------------YNSGDHGTCQNGECHLTNNSG--GPNETDDYTAAPT-------EKPKQKKKKTKKTKKPKRKSKKD-------- 
BTSP-9                      ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPEQKKKKPKKTKKPKRNTKKKKKKKK--- 
BTSP-3                      ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPKQKKKKPKKTKKPKRNSKKD-------- 
BTSP-12                     ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPKQKKKKPKKTKKPKRKSKKD-------- 
BTSP-2                      ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPKQKKKKPKKTKKPKRKSKKD-------- 
BTSP-1                      ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPKQKKKKPKKTKKPKRKSKKD-------- 
BTSP-6                      ------------------------------YNNGDRGTCQDGACHLTTHSG--GPNETDDYTPAPT-------EKPKQKKKKPKKTKKPKRKSKKDKEGNF--- 
BTSP-8                      ------------------------------YNNGDRGTCRDGACHLTTLSG--GPNETDDYTSAPT-------EKPKQKKKKLKKTKKPKRKSKKD-------- 
BTSP-7                      ------------------------------YNNGDRGTCRDGACHLTTLSG--GPNETDDYTSAPT-------EKPKQKKKKLKKTKKPKRKSKKD-------- 
gi|22164188                 ------------------------------YNTGDRGICQNGECHLTTSSG--GPNEADDNTPAPT-------EKPKQKKKKPKKTKKPKRKSKKD-------- 
gi|22164176                 ------------------------------YNSGEKGICQNGECHLTNNSG--GPNETDDNTPAPT-------EKPKQKKKKPKKPKKPKRKSKKDH------- 
gi|22164164                 ------------------------------YNSGEKGICQNGECHLTNNSG--GPNETDENTPATT-------EKPKQKKKKTKKPKKPKRKSKKDQ------- 
IS-18-24-clu21putative      ------------------------------YNTGEKGICQNGECHLTTNSG--GPNETDDNTPAPT-------EKPKQKKKKTEKTKKPKRKSRKDQ------- 
ISNU-L-ISN-10               ------------------------------YNDGGEGQCQNGECHLTTDSS--VPNDTDV-------------------------------------------- 
ISNU-L-ISN-7                ------------------------------YSDGSEGLCQNGECHLTTDSS--VPNDSDV-------------------------------------------- 
ISNU-L-ISN-6                ------------------------------YNDGGEGLCQDGECHLNTDSS--VPNDNDV-------------------------------------------- 
ISNU-L-ISN-6a               ------------------------------YNDGAEGLCQNGECHLTTDSE--VPNDNDD-------------------------------------------- 
gi|22164158                 ------------------------------YNNGDEGLCQNGECHLTTDSG--VPNDTDAKIEETE-------EELEA-------------------------- 
gi|22164152                 ------------------------------YNNGDEGLCQNGECHLTTDSG--VPNDTDAKIEETE-------EELEA-------------------------- 
gi|33340608                 ------------------------------YNNGDEGLCQNGECHLTTDSG--VPNDTDA-------------------------------------------- 
ISNU-L-ISN-9                ------------------------------YNDGGEGLCQNGECHLTTDSS--VPNDTDV-------------------------------------------- 
is-all-17                   ------------------------------YNDGGEGLCQNGECHLTTDSS--VPNDNDV-------------------------------------------- 
ISNU-L-ISN-12               ------------------------------YNDGGEGLCQNGECHLTTDSS--VPNDTDV-------------------------------------------- 
ISNU-L-ISN-11               ------------------------------YNDGGEGLCQNGECHLTTDSS--VPNDNDV-------------------------------------------- 
BTSP-5                      ------------------------------YSNGDTGVCTNGECHLNTESS--VPTETDVETPAPT-------KKPKQKKKKQKKTKKPKRN------------ 
BTSP-4                      ------------------------------YSNGDTGVCTNGECHLNTESG--VPTETDVETPAPT-------KKPKHKKKKQKKSKKPKGN------------ 
BTSP-10                     ------------------------------YNTGEKGECKNGECHLTTESG--VPTDTDVDTPAPT-------KKPKQKKKKQKKTKKPKRN------------ 
gi|22164178                 ------------------------------YNTGLRGTCKNGGCHLTSEGN--VPTDPDQYPSEPT-------EKPKKSKKKSKKTKKPKKTKKPKDN------ 
gi|22164162                 ------------------------------YNTGLRGTCKNGECHLTSEGN--VPTDPDQYPSEPT-------EKPKKSKKKSKKTKKPKKTKKPKDN------ 
gi|22164180                 ------------------------------YNTGLRGTCKNGECHLTSEGG--VPTDPNQYPSEPT-------EKPKKNKKKSKKTKKPKKSKKPKDN------ 
ISN-L-11                    ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPDQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKPKD------- 
gi|22164168                 ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPHQYPSEPT-------EKPKKNKKKSKKTKKPKKSKKPKNN------ 
gi|22164166                 ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPHQYPSEPT-------EKPKKNKKKSKKTKKPKKSKKPKNN------ 
gi|22164154                 ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPHQYPSEPT-------EKPKKNKKKSKKTKKPKKSKKPKNN------ 
gi|22164170                 ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPHQYPSEPT-------EKPKKNKKKSKKTKKPKKSKKPKNN------ 
ISNU-L-ISN-22               ------------------------------YNTGLKGTCKNGECHLTSEGG--VPTDPHQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKPKD------- 
gi|22164182                 ------------------------------YNTGLRGTCQNGECHLTSEGG--VPTDPNQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKPKDN------ 
gi|22164172                 ------------------------------YNTGLRGTCQNGECHLTSEGG--VPTDPNQYPSEPT-------EKPRKNKKKSKKTKKPKKSKKPKDN------ 
gi|22164160                 ------------------------------YNTGLRGTCQNGECHLTSEGG--VPTDPNQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKPKDN------ 
is-all-15                   ------------------------------YNTGLRGTCKNGECHLTSEGS--VPTDPDQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKAKD------- 
is-all-10                   ------------------------------YNTGLKGTCKNGECHLTSEGN--LPTDPDQYPSEPT-------EKPKKSKKKSKKTKKPKKTKKTKD------- 
IS-6-12L-18                 ------------------------------YNTGLKGTCQNGECHLTNDGG--VPNDPDQYPSEPT-------EKPKKNKKKSKKTKKPKKTKKPKD------- 
ISNU-cluster-89             ------------------------------YLAENDGVCREGKCYQVIVPSPTEPSHPEDHPESPR--TPVAPQPPKNKKKKS-FIRKAKKTKTSKDQKSQKEK 
ISNU-cluster-89a            RTRGHQTVAANSRGQKCLRLSLALFWIPPEYLAENDGVCREGKCYQVIVPSPTEPSHPEDHPESPR--TPVAPQPPKKKKKKS-FIRKAKKTKTSKDKKSEKEK 
IS-18-24-clu384             ------------------------------YLAENDGVCRGGKCYKVIVPSPIVPSHPEDHPDEPP--NTCGTAASKKEEKEV-LHKESQED------------ 
BTSP-11                     ------------------------------YLTENDGVCREGKCYKASVPSSTEPSHPVDHPDEPP--NTCGTAAFKKEEKEV-LHKESQED------------ 
ISJ-ISPL_P9_D8              ------------------------------YVTENDGVCSEGICYKATVPSPTEPSPPVDHSEEPSDDNPMIPQPPKKKKKKSSKTKKPKKSKDKKKK------ 
                                                          *     * *  * *:         *                                                  
 



 
Figure 1B: ClustalX-generated dendrogram of salivary basic tail peptides of Ixodes. Red text refers to I. pacificus sequences. Remaining sequences 
are from I. scapularis. Poly Lys basic tail motifs I [EK]-P-K-Q-K-K-K-K-[TLPQ]-K-K-[TNPA]-K-K-P-K-R-[KN]-[ST]-K-K,  type II E-K-P-[RK]-
K-[SN]-K-K-K-[SQ]-K-K-[ST]-K-K-P-K-K-[ST]-K-K-P and type III [PA]-[PSF]-K-K-[KE]-[KE] are indicated. 
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