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ADAMST4_Cys_Rich_domain
Ix_short_coding_Cys_Rich

(®)

Ixodes short-coding
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ADAMST-4
(Aggrecanase)

MeETLFIVIVTRTHLEEEVQSDSNPL I SGKMEKEPQDCKDTL 1QQMRNKEGESEFQTQLYV
MemALGMIMVT[FTLLESEEQSEASPD I FGVMKY@PEDCKVN IKKQ I EDK@SGN[gYQPQLL
Me[BAL[FL VVAT[g1YVEEGEKSESGLV 1 YKEFES[EQEGCKQKLRDEMEQRESEHgFQPELYV
MeIBTQgM I IMG[gTHLEEGVQLESSSDSDRNMMCBASHFRTTLRQQMEGKESEMEQLGRTP
eRAL GMVMVT[FTHLESEEQSQASPN I FGEMNY[BPKDCFDRLKAQ I EDGEGHKFQPELG
FhR* Koo xR ool oo* oL DoLIoLIIl TRl
E-NYKD@SFABGEWHNNGQTMGTSRQTTNAKERISEE Y RK 1 [8VGEHEVQQCLVD[FA
E-YKD@T 1 1[§GDWHDNGVTKAITRH I INAKBIERIPEEHSRVE 1 KEK@FDTCQMT[gV
E-YLQEKFKEGNEHSNGKTLL 1SGQY INANBIRIPEEPNK 181 DEO®VPRCSMP[FVKGLKGRI
QNYEREQFTEEKEDTSSGHSVVSKQLFREKREJPEEYDMVERGEAEID I LDMNGV
W-{YTE@KFKEGYENNDGY IKTTTGQTYNEKIEJPEHSRVE I NED@VDTCSMR[gV
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687
EBYYYNLEP--RVVIIIESPESSSYEVQERMIHAGCER 1 GSKKK[FDKCMVCGGDGSGC
EHSVNSKQLFRLKDIISG Y- -MYSRGEA™]- - --B-[JLD--MN[gV
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Ml VI9 V15
Signal peptide  Cys-Rich
Ml 853 F213 T437 A520 G577 S686 K837
Pre-peptide| Catalytic in:ggr_in TSP Spacer
Signal peptide Cys-Rich
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