(A)

gi51011584 Ip_
gi31322779_Is_
gi22164294 1s_
gi5911708 Ir_

9151011584 Ip_
gi31322779 Is_
gi22164294 Is_
gi5911708_Ir_

gi51011584 Ip_
gi31322779 Is_
gi22164294 Is_
gi5911708_Ir_

9151011584 Ip_
gi31322779 Is_
gi22164294 Is_
gi5911708_1Ir_

gi51011584 Ip_
gi31322779_Is_
gi22164294 1s_
gi5911708 Ir_

9151011584 Ip_
gi31322779 Is_
gi22164294 Is_
gi5911708_1Ir_

(B)

Snake venom

class P-1ll metalloprotease

Ixodes class P-lll-like
metalloprotease

170 Metal loprotease domain
YKLPAE I YPEVYLMVDSAFAKEFKFDVYAVARYFAVLTNAANLRYASFQSPKVQLRIIGI
YKIPLEIYPEVHLVVDSTFASAFKFDVYKVTRYFAVLTNAANLRYASFVFPKVQLRITGI
YKIPAEI'YPEVHLVVDSAFAKEFNFDVYEVTRYFAVLTNAANLRYASFQSPKVQLRITGI
YKIPAEIYPEVYLVADSAFAKEFNFDVNAVTRYFAVLTNAANLRYESFKSPKVQLRIVGI
** * ****** *- ** ** * *k*k *- **
Metalloprotease domain
TMNKKPEDEPY IHNIRGYERYRN I LFKETLEDFNTQMKSKFFYNTAD I VFLVTAKNMSEW
TMNKKPADEPY IHNVKGYEKYRN I LFKEALEDFNKQMKSKPFYDTSD I VFLXTGKNMSEW
TMNKSPADEPY IHNIRGYEKYRN I LFKETLEDFNTHMRSRSFYATAD I VFLVTAKNMSEW
TMNKNPADEPYIHNIRGYEQYRNILFKETLEDFNTQMKSKHFYRTADIVFLVTAKNMSEW

et S -k- kK k-dkkkkk ok kkdkokokok

Metal loprotease domain
VGSTLQSWTGGYAYVGTACSQWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW
VDGKLQHWVGGYAYLGTACSEWRVGMCEDPPTSYYGAYVFAHELAHNLGCQHDGDGASDW
AGRTLQSWTGGYAYVGTACSQWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW
VGSTLQSWTGGYAYVGTACSEWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW

_FK K -k

382  Disintegrin-like
VKGHIGSADCPWDDGYLMTYKMQDERQYKFSP CCQREIRNLYKRPEFKCLTERKTKKTIK
VKGHIGSADCPWDDGYLMSYKMQDERQYQFSY CCQREVRNLYNRPEFKCLRERYTTKTIK
VKGHIGSADCPWDDGYLMSYKMQDERQYKFSY CCQREVRNLYKRPEFKCLTERKAKKAIK
VKGHIGSADCPWDDGYLMSYKMEDERQYKFSP YCQREVRNLYRRPEFKCLTERKAKKTIR
-***- -** *x : * *-

443 Cystelne rich like
RSSKLPGVMTSLSNYCRRVYMYEKGMHADDAYG VRDCRVKCT-ASRTYWTLGVVDGTPCG
HSSKLPGRMTTLSNYCQRVYRYEKGMHADETYG VRDCKVKCT-GNTNYWRLTVVDGTPCG
RSSKLPGVMTSLSNYCRWVYMYENGMHADEAYG VRDCKVRCT-TKTTYWTLGVVDGTPCG
-SSKLPGVMTSSSNYCRRVYMYEKGMHADEAYG VKDCRVKCTTTSRMYWLLGVVDGTPCG

KhAAkkAk Kk = Khkhkk - Kk Khk-kkkkk - -Kkk K-Kkk-Kk-Kkk **k K Khkkkkkkk

Y618

488
SKKACILGKCRKE IK1SKKD
KKKACILGKCVDDIKISKDD
NKKACILGKCRNEIKISTKN
NGKACILGKCRNKIKISKKD
M1 121 L191 L400 C504
Pre-peptide Catalytic Cys-rich
Disintegrin
Signal peptide
V443
M1_X20 Y170 C382 D488
: atel ot Cys-
Pre-peptide Catalytic i
Disintegrin

Signal peptide

Figure 6



