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                    170__             Metalloprotease domain____________________ 
gi51011584_Ip_      YKLPAEIYPEVYLMVDSAFAKEFKFDVYAVARYFAVLTNAANLRYASFQSPKVQLRIIGI 
gi31322779_Is_      YKIPLEIYPEVHLVVDSTFASAFKFDVYKVTRYFAVLTNAANLRYASFVFPKVQLRITGI 
gi22164294_Is_      YKIPAEIYPEVHLVVDSAFAKEFNFDVYEVTRYFAVLTNAANLRYASFQSPKVQLRITGI 
gi5911708_Ir_       YKIPAEIYPEVYLVADSAFAKEFNFDVNAVTRYFAVLTNAANLRYESFKSPKVQLRIVGI 
                    **:* ******:*:.**:**. *:***  *:************** **  ******* ** 
                    __________________Metalloprotease domain____________________ 
gi51011584_Ip_      TMNKKPEDEPYIHNIRGYERYRNILFKETLEDFNTQMKSKFFYNTADIVFLVTAKNMSEW 
gi31322779_Is_      TMNKKPADEPYIHNVKGYEKYRNILFKEALEDFNKQMKSKPFYDTSDIVFLXTGKNMSEW 
gi22164294_Is_      TMNKSPADEPYIHNIRGYEKYRNILFKETLEDFNTHMRSRSFYATADIVFLVTAKNMSEW 
gi5911708_Ir_       TMNKNPADEPYIHNIRGYEQYRNILFKETLEDFNTQMKSKHFYRTADIVFLVTAKNMSEW 
                    ****.* *******::***:********:*****.:*:*: ** *:***** *.****** 
                        
                    ___________________Metalloprotease domain___________________ 
gi51011584_Ip_      VGSTLQSWTGGYAYVGTACSQWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW 
gi31322779_Is_      VDGKLQHWVGGYAYLGTACSEWRVGMCEDPPTSYYGAYVFAHELAHNLGCQHDGDGASDW 
gi22164294_Is_      AGRTLQSWTGGYAYVGTACSQWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW 
gi5911708_Ir_       VGSTLQSWTGGYAYVGTACSEWKVGMCEDRPTSYYGAYVFAHELAHNLGCQHDGDGANSW 
                    *.. .** *.*****:*****:*:****** ** ************************..* 
                    ________________________________ 382___   Disintegrin-like___ 
gi51011584_Ip_      VKGHIGSADCPWDDGYLMTYKMQDERQYKFSP CCQREIRNLYKRPEFKCLTERKTKKTIK 
gi31322779_Is_      VKGHIGSADCPWDDGYLMSYKMQDERQYQFSY CCQREVRNLYNRPEFKCLRERYTTKTIK 
gi22164294_Is_      VKGHIGSADCPWDDGYLMSYKMQDERQYKFSY CCQREVRNLYKRPEFKCLTERKAKKAIK 
gi5911708_Ir_       VKGHIGSADCPWDDGYLMSYKMEDERQYKFSP YCQREVRNLYRRPEFKCLTERKAKKTIR 
                     ******************:***:*****:**  ****:****.******* ** :.*:*: 
                    _________________________________ 443__Cysteine-rich like____ 
gi51011584_Ip_      RSSKLPGVMTSLSNYCRRVYMYEKGMHADDAYG VRDCRVKCT-ASRTYWTLGVVDGTPCG 
gi31322779_Is_      HSSKLPGRMTTLSNYCQRVYRYEKGMHADETYG VRDCKVKCT-GNTNYWRLTVVDGTPCG 
gi22164294_Is_      RSSKLPGVMTSLSNYCRWVYMYENGMHADEAYG VRDCKVRCT-TKTTYWTLGVVDGTPCG 
gi5911708_Ir_       -SSKLPGVMTSSSNYCRRVYMYEKGMHADEAYG VKDCRVKCTTTSRMYWLLGVVDGTPCG 
                     ****** **: ****: ** **:*****::** *:**:*:**  .  ** * ******** 
                    _________________488
gi51011584_Ip_      SKKACILGKCRKEIKISKKD 
gi31322779_Is_      KKKACILGKCVDDIKISKDD 
gi22164294_Is_      NKKACILGKCRNEIKISTKN 
gi5911708_Ir_       NGKACILGKCRNKIKISKKD 
                    . ******** ..****..: 
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