(A)

51011546 _BTPIp
51011436_BTPIp
51011430_BTPIp
22164164 _BTPIs
15428348_Salpl0
15428308_Salpl4
22652868_Salp9
22164158 PTPIs
51011488 simlP
51011490_simlP
22164308_simls

51011546_BTPIp
51011436_BTPIp
51011430_BTPIp
22164164 _BTPIs
15428348_Salp10
15428308_Salpl4
22652868_Salp9
22164158_PTPIs
51011488_simIP
51011490_simlP
22164308_simls

(B)

—f

1 60
--HNCKNGTRPASEENREGCDFYCWSTDTNSWE I FEFFG---NGEECFYNNG-DRGTCQDG
--HNCONGTRPASEENREGCDFYCWSTDTNSWE | FFFG---NGEECFYNNG-DRGTCQDG
--HNCONGTRPASEENREGCDFYCWNTDTNSWD I FEFG---NGEKCFYNNG-DRGTCQDG
--HNCKNGTRPASEENREGCDYYCWNDGTNSWDQFFFG---NGE I CFYNSG-EKG I CONG
--HNCONGTRPASEQDREGCDYYCWNAETKSWDQFFFG---NGEKCFYNSG-DHGTCQNG
--HNCONGTRPASEQDREGCDYYCWNAETKSWDQFFFG---NGEKCFYNSG-DHGTCQNG
--HDCONGTRPASEEKREGCDYYCWNTETKSWDKFFFG---NGERCFYNNG-DEGLCQNG
--HDCONGTRPASEEKREGYDYYCWNTETKSWDKFEEG---NGERCFYNNG-DEGLCQONG
--QNCTREWPVLWPPCLL 1CQHGNWG--RHSWPRETLEHKPNGTSCRRHLGLSSGVCMNG
AEPDCTRKWPVLWPPCIFICQHGSWG--LHSWPSETLEHKHNGTSCRRHLGLTRGVCMDG
DEPDCTRKWPVLWPPCLFICQHGNWG--LHSWPTETLEHKPNGTPCRRHLGLSRGVCMNG
61 110

ACHLTTHSGGPNETDDYTPAPTEKPEQKKKKPKKTKKPKRNTKKKKKKKKI

ACHLTTHSGGPNETDDYTPAPTEKPKQKKKKPKKTKKPKRKSKKD
ACHLTTHSGGPNETDDYTPAPTEKPKQKKKKPKKTKKPKRKSKKD
ECHLTNNSGGPNETDENTPATTEKPKQKKKKTKKPKKPKRKSKKDQ---—
ECHLTNNSGGPNETDDYTPAPTEKPKQKKKKTKKTKKPKRKSKKDQEKNL
ECHLTNNSGGPNETDDYTPAPTEKPKQKKKKTKKTKKPKRKSKKDQEKNL
ECHLTTDSGVPNDTDAKIEETEEELEA-—-—————————————————————
ECHLTTDSGVPNDTDAKIEETEEELEA-———-—-——————————————————

RCVKPVAN---—- MTASHJE--——==—====m— e
RCVKRTAN---—- MTG-LPE~—————mmmmmmmmmmm e
RCVKRMAN--——- LT O —

— 51011546 BTPIp
- 51011436 BTPIp
- 51011430 BTPIp

22652868 Salp9

22164158 PTPIs
51011488 simIP

_|

0.1

51011490 simIP
22164308 simls

22164164 BTPIp

15428348 Salp10
15428308 Salp14

Figure 3



