Figure 7: Tissue specificity of genes expressed in the salivary glands of adult female Anopheles
gambiae mosquitoes as evidenced by Reverse Transcription PCR analysis. Total RNA from
female salivary glands (sg), carcasses (c, adult females with salivary glands removed) or adult
males (m) was amplified using the gene-specific primers indicated on the right. Amplifications
are grouped according to pattern of expression: (A) housekeeping; (B) female gland-specific; (C)
enriched in female glands; (D) female glands and adult males; (E) rpS7, ribosomal protein S7
used for normalization.

wn
=}

ANRRIRRERLE

|-

VRS B

(A)

(C)

m
o=

' '
[

- .

glyc3Pact

calreticulin

metalloproteinase

thioredox perox

peroxinectin
C-lectin

PPOA2

D7L3

D7r5
gSG1-2
SG1-like3
30kDa
gsG7-2
hypl5
hypl7
hyp6.2
epox_hydr
sal_galectin

sal_serprol

Sg

180900

B8 111

D7

D7L1

TRIO
hyp37.7
peroxidase
sal_serpro2

sal_tryp XII

mucin-like
SG2a
hyp55.3
hyp6.3
hypl10
hypl2
amylase

maltase

rps7



